BEST AVAILABLE COPY 

1 CGGCAGCAAAGGAACGTGCGAACGCGTGACGCCGCCCGACTGGCTCGCGCTCTCCCGTGC 
6 1 CCCGGCGTCCTCCGCCCGCTCATGGCCCGGGCCGCCGCGGACGAGCGGCGCTGAGGCGGG 
121 CCGCGTGGAGACGTGAGGCGGCCGCCGTGGCCCTCACAGTCGGCGTTTCGCCGCCTGCCC 
181 GCGGTGCCCGCGCACGCCTGCCGCCATCGCCTTCGCGCCTGGCTGGCGGGGGCGCTGTCC 
241 TCCCAGGCCGTCCGCGCCGCTCCCTGGAGCTCGGCGGAGCGCGGCAGCCAGGGCCGGCGG 
301 AGGCGCGAGGAGCCGGGCGCCACCGCCGCCGCCGCCGCCGCCGCCGCGGGGGCCATGACC 
361 GTGGAGCAGAACGTGCTGCAGCAGAGCGCGGCGCAGAAGCACCAGCAGACGTTTTTGAAT 
421 CAACTGAGAGAAATTACGGGGATTAATGACACCCAGATACTAC AGCAAGCCTTGAAGGAT 
481 AGTAATGGAAACTTGGAATTAGCAGTGGCTTTCCTTACTGCGAAGAATGCTAAGACCCCT 
541 CAGCAGGAGGAGACAACTTACTACCAAACAGCACTTCCTGGCAATGATAGATACATCAGT 
601 GTGGGAAGCCAAGCAGATACAAATGTGATTGATCTCACTGGAGATGATAAAGATGATCTT 
661 CAGAGAACAATTGCCTTGAGTTTGGCCGAATCAAACAGGGCATTCAGGGAGACTGGAATA 
721 ACTGATGAGGAACAAGCCATTAGCAGAGTTCTTGAAGCCAGTATAGCAGAGAATAAAGCA 
781 TGTTTGAAGAGGACACCTACAGAAGTTTGGAGGGATTCTCGAAACCCTTATGATAGAAAA 
841 AGACAGGACAAAGCTCCCGTTGGGCTAAAGAATGTTGGCAATACTTGTTGGTTTAGTGCT 
901 GTTATTCAGTCATTATTTAATCTTTTGGAATTTAGAAGATTAGTTCTGAATTACAAGCCT 
961 CCATCAAATGCTCAAGATTTACCCCGAAACCAAAAGGAACATCGGAATTTGCCTTTTATG 
1021 CGTGAGCTGAGGTATCTATTTGCACTTCTTGTTGGTACC AAAAGGAAGTATGTTGATCCA 
1081 TCAAGAGCAGTTGAAATTCTTAAGGATGCTTTCAAATCAAATGACTCACAGCAGCAAGAT 
1141 GTGAGTGAGTTTACACACAAATTATTAGATTGGTTAGAAGATGCCTTCCAAATGAAAGCT 
1201 GAAGAGGAGACGGATGAAGAGAAGCCAAAGAACCCC ATGGTAGAGTTGTTCTATGGCAGA 
1261 TTCCTGGCTGTGGGAGTACTTGAAGGTAAAAAATTTGAAAACACTGAAATGTTTGGTC AG 
1321 TACCCACTTCAGGTCAATGGGTTCAAAGATCTGCATGAGTGCCTAGAAGCTGCAATGATT 
1381 GAAGGAGAAATTGAGTCTTTACATTCAGAGAATTCAGGAAAATCAGGCCAAGAGCATTGG 
1441 TTTACTGGATTACCACCTGTGTTAACATTTGANTTGTCAAGATTTGAATTTAATCAGGCA 
1501 TTGGGAAGACCAGAAAAAATTCACAACAAATTAGAATTTCCCCAAGTTTTATATTTGGAC 
1561 AGATACATGCACAGAAACAGAGAAATAACAAGAATTAAGAGGGAAGAGATC AAGAGACTG 
1621 AAAGATTACCTCACGGTATTACAACAAAGGCTAGAAAGATATTTAAGCTATGGTTCCGGT 
1681 CCCAAACGATTCCCCTTGGTAGATGTTCTTCAGTATGCATTGGAATTTGCCTCAAGTAAA 
1741 CCTGTTTGCACTTCTCCTGTTGACGATATTGACGCTAGTTCCCCACCTAGTGGTTCCATA 
1801 CCATCACAGACATTACCAAGCACAACAGAACAACAGGGAGCCCTATCTTCAGAACTGCCA 
1861 AGCACATCACCTTCATCAGTTGCTGCCATTTCATCGAGATCAGTAATACACAAACCATTT 
1921 ACTCAGTCCCGGATACCTCCAGATTTGCCCATGC ATCCGGCACCAAGGCACATAACGGAG 
1981 GAAGAACTTTCTGTGCTGGAAAGTTGTTTACATCGCTGGAGGACAGAAATAGAAAATGAC 
2041 ACCAGAGATTTGCAGGAAAGCATATCCAGAATCC ATCGAAC AATTGAATTAATGTACTCT 
2101 GACAAATCTATGATACAAGTTCCTTATCGATTACATGCCGTTTTAGTTCACGAAGGCCAA 
2161 GCTAATGCTGGGCACTACTGGGCATATATTTTTGATCATCGTGAAAGCAGATGGATGAAG 
2221 TACAATGATATTGCTGTGACAAAATCATCATGGGAAGAGCTAGTGAGGGACTCTTTTGGT 
2281 GGTTATAGAAATGCCAGTGC ATACTGTTTAATGTACATAAATGATAAGGCACAGTTCCTA 
2341 ATACAAGAGGAGTTTAATAAAGAAACTGGGCAGCCCCTTGTTGGTATAGAAACATTACCA 
2401 CCGGATTTGAGAGATTTTGTTGAGGAAGACAACC AACGATTTGAAAAAGAACTAGAAGAA 
2461 TGGGATGCACAACTTGCCCAGAAAGCTTTGCAGGAAAAGCTTTTAGCGTCTCAGAAATTG 
2521 AGAGAGTCAGAGACTTCTGTGACAACAGCACAAGCAGCAGGAGACCCAGAATATCTAGAG 
2581 CAGCCATCAAGAAGTGATTTCTCAAAGCACTTGAAAGAAGAAACTATTCAAATAATTACC 
2641 AAGGCATCACATGAGCATGAAGATAAAAGTCCTGAAACAGTTTTGCAGTCGGCAATTAAG 
2701 TTGGAATATGCAAGGTTGGTTAAGTTGGCCCAAGAAGACACCCCACCAGAAACCGATTAT 
2761 CGTTTACATCATGTAGTGGTCTACTTTATCCAGAACCAGGCACCAAAGAAAATTATTGAG 
2821 AAAACATTACTAGAACAATTTGGAGATAGAAATTTGAGTTTTGATGAAAGGTGTCACAAC 
2881 ATAATGAAAGTTGCTCAAGCCAAACTGGAAATGATAAAACCTGAAGAAGTAAACTTGGAG 
2941 GAATATGAGGAGTGGCATCAGGATTATAGGAAATTCAGGGAAACAACTATGTATCTCATA 
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3001 ATTGGGCTAGAAAATTTTCAAAGAGAAAGTTATATAGATTCCTTGCTGTTCCTCATCTGT 
3061 GCTTATCAGAATAACAAAGAACTCTTGTCTAAAGGCTTATACAGAGGACATGATGAAGAA 
3121 TTGATATCACATTATAGAAGAGAATGTTTGCTAAAATTAAATGAGCAAGCCGCAGAACTC 
3181 TTCGAATCTGGAGAGGATCGAGAAGTAAACAATGGTTTGATTATCATGAATGAGTTTATT 
3241 GTCCCATTTTTGCCATTATTACTGGTGGATGAAATGGAAGAAAAGGATATACTAGCTGTA 
3301 GAAGATATGAGAAATCGATGGTGTTCCTACCTTGGTCAAGAAATGGAACCACACCTCCAA 
3361 GAAAAGCTGACAGATTTTTTGCCAAAACTGCTTGATTGTTCTATGGAGATTAAAAGTTTC 
3421 CATGAGCCACCGAAGTTACCTTCATATTCCACGCATGAACTCTGTGAGCGATTTGCCCGA 
3481 ATCATGTTGTCCCTCAGTCGAACTCCTGCTGATGGAAGATAAACTGCACACTTTCCCTGA 
3541 ACACACTGTATAAACTCTTTTTAGTTCTTAACCCTTGCCTTCCTGTCACAGGGTTTGCTT 
3601 GTTGCTGCTATAGTTTTTAACTTTTTTTTATTTTAATAACTGCAAAAGACAAAATGACTA 
3661 TACAGACTTTAGTCAGACTGCAGACAATAAAGCTGAAAATCGCATGGCGCTCAGACATTT 
3721 TAACCGGAACTGATGTATAATCACAAATCTAATTGATTTTATTATGGC AAAACTATGCTT 
3781 TTGCCACCTTCCTGTTGCAGTATTACTTTGCTTTTATCTTTTCTTTCTCAACAGCTTTCC 
3841 ATTCAGTCTGGATCCTTCCATGACTACAGCCATTTAAGTGTTCAGCACTGTGTACGATAC 
3901 ATAATATTTGGTAGCTTGTAAATGAAATAAAGAATAAAGTTTTATTTATGGCTAC 
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1 MTVEQNVLQQSAAQKHQQTFLNQLREITGINDTQILQQALKDSNGNLELAVAFLTAKNAK 
61 TPQQEETTYYQTALPGNDRYISVGSQADTNVIDLTGDDKDDLQRTIALSLAESNRAFRET 
121 GITDEEQAI SRVLEAS I AENKAC LKRTPTEVWRDSRNP YDRKRQDKAPVGLKNVGNTCWF 
181 SAVIQSLFNLLEFRRLVLNYKPPSNAQDLPRNQKEHRNLPFMRELRYLFALLVGTKRKYV 
241 DPSRAVEILKDAFKSNDSQQQDVSEFTHKLLDWLEDAFQMKAEEETDEEKPKNPMVELFY 
301 GRFLAVGVLEGKKFENTEMFGQYPLQVNGFKDLHECLEAAMIEGEIESLHSENSGKSGQE 
361 HWFTGLPPVLTFXLSRFEFNQALGRPEKIHNKLEFPQVLYLDRYMHRNREITRIKREEIK 
421 RLKDYLTVLQQRLERYLSYGSGPKRFPLVDVLQYALEFASSKPVCTSPVDDIDASSPPSG 
481 SIPSQTLPSTTEQQGALSSELPSTSPSSVAAISSRSVIHKPFTQSRIPPDLPMHPAPRHI 
541 TEEELSVLESCLHRWRTEIENDTRDLQESISRIHRTIELMYSDKSMIQVPYRLHAVLVHE 
601 GQANAGHYWAYIFDHRESRWMKYNDIAVTKSSWEELVRDSFGGYRNASAYCLMYINDKAQ 
661 FLIQEEFNKETGQPLVGIETLPPDLRDFVEEDNQRFEKELEEWDAQLAQKALQEKLLASQ 
721 KLRESETSVTTAQAAGDPEYLEQPSRSDFSKHLKEETIQIITKASHEHEDKSPETVLQSA 
781 IKLEYARLVKLAQEDTPPETDYRLHHVWYFIQNQAPKKIIEKTLLEQFGDRNLSFDERC 
841 HNIMKVAQAKLEMIKPEEVNLEEYEEWHQDYRKFRETTMYLIIGLENFQRESYIDSLLFL 
901 ICAYQNNKELLSKGLYRGHDEELISHYRRECLLKLNEQAAELFESGEDREVNNGLIIMNE 
961 FIVPFLPLLLVDEMEEKDILAVEDMRNRWCSYLGQEMEPHLQEKLTDFLPKLLDCSMEIK 
1021 SFHEPPKLPSYSTHELCERFARIMLSLSRTPADGR 
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1 CGGCAGCAAAGGAACGTGCGAACGCGTGACGCCGCCCGACTGGCTCGCGCTCTCCCGTGC 
6 1 CCCGGCGTCCTCCGCCCGCTCATGGCCCGGGCCGCCGCGGACGAGCGGCGCTGAGGCGGG 
121 CCGCGTGGAGACGTGAGGCGGCCGCCGTGGCCCTCACAGTCGGCGTTTCGCCGCCTGCCC 
181 GCGGTGCCCGCGCACGCCTGCCGCCATCGCCTTCGCGCCTGGCTGGCGGGGGCGCTGTCC 
241 TCCCAGGCCGTCCGCGCCGCTCCCTGGAGCTCGGCGGAGCGCGGCAGCCAGGGCCGGCGG 
301 AGGCGCGAGGAGCCGGGCGCCACCGCCGCCGCCGCCGCCGCCGCCGCGGGGGCCATGACC 
361 GTGGAGCAGAACGTGCTGCAGCAGAGCGCGGCGCAGAAGCACCAGCAGACGTTTTTGAAT 
421 CAACTGAGAGAAATTACGGGGATTAATGACACCCAGATACTACAGCAAGCCTTGAAGGAT 
481 AGTAATGGAAACTTGGAATTAGCAGTGGCTTTCCTTACTGCGAAG'AATGCTAAGACCCCT 
541 CAGCAGGAGGAGAC AACTTACTACCAAACAGCACTTCCTGGCAATGATAGATACATCAGT 
601 GTGGGAAGCCAAGCAGATACAAATGTGATTGATCTCACTGGAGATGATAAAGATGATCTT 
661 CAGAGAACAATTGCCTTGAGTTTGGCCGAATCAAACAGGGCATTCAGGGAGACTGGAATA 
721 ACTGATGAGGAACAAGCC ATTAGCAGAGTTCTTGAAGCCAGTATAGCAGAGAATAAAGCA 
781 TGTTTGAAGAGGACACCTACAGAAGTTTGGAGGGATTCTCGAAACCCTTATGATAGAAAA 
841 AGACAGGACAAAGCTCCCGTTGGGCTAAAGAATGTTGGCAATACTTGTTGGTTTAGTGCT 
901 GTTATTCAGTCATTATTTAATCTTTTGGAATTTAGAAGATTAGTTCTGAATTACAAGCCT 
961 CCATCAAATGCTCAAGATTTACCCCGAAACCAAAAGGAACATCGGAATTTGCCTTTTATG 
1021 CGTGAGCTGAGGTATCTATTTGCACTTCTTGTTGGTACCAAAAGGAAGTATGTTGATCCA 
1081 TCAAGAGCAGTTGAAATTCTTAAGGATGCTTTCAAATCAAATGACTCACAGCAGCAAGAT 
1141 GTGAGTGAGTTTACACACAAATTATTAGATTGGTTAGAAGATGCCTTCCAAATGAAAGCT 
1201 GAAGAGGAGACGGATGAAGAGAAGCCAAAGAACCCCATGGTAGAGTTGTTCTATGGCAGA 
1261 TTCCTGGCTGTGGGAGTACTTGAAGGTAAAAAATTTGAAAACACTGAAATGTTTGGTCAG 
1321 TACCCACTTCAGGTCAATGGGTTCAAAGATCTGCATGAGTGCCTAGAAGCTGCAATGATT 
1381 GAAGGAGAAATTGAGTCTTTAC ATTCAGAGAATTCAGGAAAATCAGGCCAAGAGCATTGG 
1441 TTTACTGGATTACCACCTGTGTTAACATTTGANTTGTCAAGATTTGAATTTAATCAGGCA 
1501 TTGGGAAGACCAGAAAAAATTCACAACAAATTAGAATTTCCCCAAGTTTTATATTTGGAC 
1561 AGATACATGCACAGAAACAGAGAAATAACAAGAATTAAGAGGGAAGAGATCAAGAGACTG 
1621 AAAGATTACCTCACGGTATTAC AACAAAGGCTAGAAAGATATTTAAGCTATGGTTCCGGT 
1681 CCCAAACGATTCCCCTTGGTAGATGTTCTTCAGTATGCATTGGAATTTGCCTCAAGTAAA 
1741 CCTGTTTGCACTTCTCCTGTTGACGATATTGACGCTAGTTCCCCACCTAGTGGTTCCATA 
1801 CCATCACAGACATTACCAAGCACAACAGAACAACAGGGAGCCCTATCTTCAGAACTGCCA 
1861 AGCACATCACCTTCATCAGTTGCTGCCATTTCATCGAGATCAGTAATACACAAACCATTT 
1921 ACTCAGTCCCGGATACCTCCAGATTTGCCCATGCATCCGGCACCAAGGCACATAACGGAG 
1981 GAAGAACTTTCTGTGCTGGAAAGTTGTTTACATCGCTGGAGGACAGAAATAGAAAATGAC 
2041 ACCAGAGATTTGCAGGAAAGCATATCCAGAATCCATCGAACAATTGAATTAATGTACTCT 
2101 GACAAATCTATGATACAAGTTCCTTATCGATTACATGCCGTTTTAGTTCACGAAGGCCAA 
2161 GCTAATGCTGGGCACTACTGGGCATATATTTTTGATCATCGTGAAAGCAGATGGATGAAG 
2221 TACAATGATATTGCTGTGAC AAAATCATCATGGGAAGAGCTAGTGAGGGACTCTTTTGGT 
2281 GGTTATAGAAATGCCAGTGCATACTGTTTAATGTACATAAATGATAAGGCACAGTTCCTA 
2341 ATACAAGAGGAGTTTAATAAAGAAACTGGGCAGCCCCTTGTTGGTATAGAAACATTACCA 
2401 CCGGATTTGAGAGATTTTGTTGAGGAAGACAACCAACGATTTGAAAAAGAACTAGAAGAA 
2461 TGGGATGCACAACTTGCCCAGAAAGCTTTGCAGGAAAAGCTTTTAGCGTCTCAGAAATTG 
2521 AGAGAGTCAGAGACTTCTGTGACAACAGCACAAGCAGCAGGAGACCCAGAATATCTAGAG 
2581 CAGCCATCAAGAAGTGATTTCTCAAAGCACTTGAAAGAAGAAACTATTCAAATAATTACC 
2641 AAGGCATCACATGAGCATGAAGATAAAAGTCCTGAAACAGTTTTGCAGTCGGCAATTAAG 
2701 TTGGAATATGCAAGGTTGGTTAAGTTGGCCCAAGAAGACACCCCACCAGAAACCGATTAT 
2761 CGTTTACATCATGTAGTGGTCTACTTTATCCAGAACCAGGCACCAAAGAAAATTATTGAG 
2821 AAAACATTACTAGAACAATTTGGAGATAGAAATTTGAGTTTTGATGAAAGGTGTCACAAC 
2881 ATAATGAAAGTTGCTCAAGCCAAACTGGAAATGATAAAACCTGAAGAAGTAAACTTGGAG 
2941 GAATATGAGGAGTGGC ATCAGGATTATAGGAAATTCAGGGAAACAACTATGTATCTCATA 
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3001 ATTGGGCTAGAAAATTTTC AAAGAGAAAGTTATATAGATTCCTTGCTGTTCCTC ATCTGT 
3061 GCTTATCAGAATAACAAAGAACTCTTGTCTAAAGGCTTATACAGAGGACATGATGAAGAA 
3121 TTGATATCACATTATAGAAGAGAATGTTTGCTAATCCTTAATTTAAAAAGGAAACAAAAAC 

CTATTCTTTTTTTTTTCCTGCATTGCATTAAGAAATTAAATGAGCAAGCCGCAGAACTC 
3181 TTCGAATCTGGAGAGGATCGAGAAGTAAACAATGGTTTGATTATCATGAATGAGTTTATT 
3241 GTCCC ATTTTTGCC ATTATTACTGGTGGATGAAATGGAAGAAAAGGATATACTAGCTGTA 
3301 GAAGATATGAGAAATCGATGGTGTTCCTACCTTGGTCAAGAAATGGAACCACACCTCCAA 
3361 GAAAAGCTGACAGATTTTTTGCCAAAACTGCTTGATTGTTCTATGGAGATTAAAAGTTTC 
3421 CATGAGCC ACCGAAGTTACCTTCATATTCCACGCATGAACTCTGTGAGCGATTTGCCCGA 
3481 ATCATGTTGTCCCTCAGTCGAACTCCTGCTGATGGAAGATAAACTGCACACTTTCCCTGA 
3541 ACACACTGTATAAACTCTTTTTAGTTCTTAACCCTTGCCTTCCTGTCACAGGGTTTGCTT 
3601 GTTGCTGCTATAGTTTTTAACTTTTTTTTATTTTAATAACTGC AAAAGACAAAATGACTA 
3661 TAC AGACTTTAGTCAGACTGCAGACAATAAAGCTGAAAATCGC ATGGCGCTCAGACATTT 
3721 TAACCGGAACTGATGTATAATCAC AAATCTAATTGATTTTATTATGGCAAAACTATGCTT 
3781 TTGCCACCTTCCTGTTGCAGTATTACTTTGCTTTTATCTTTTCTTTCTCAACAGCTTTCC 
3841 ATTCAGTCTGGATCCTTCC ATGACTACAGCC ATTTAAGTGTTC AGCACTGTGTACGATAC 
3901 ATAATATTTGGTAGCTTGTAAATGAAATAAAGAATAAAGTTTTATTTATGGCTAC 
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1 MTVEQNVLQQSAAQKHQQTFLNQLRE ITGINDTQI LQQALKDSNGNLELAVAFLTAKNAK 

6 1 TPQQEETTYYQTALPGNDRYISVGSQADTNVIDLTGDDKDDLQRTIALSLAESNRAFRET 

121 GITDEEQAISRVLEASIAENKACLKRTPTEVWRDSRNPYDRKRQDKAPVGLKWGNTCWF 

181 SAVIQSLFNLLEFRRLVLNYKPPSNAQDLPRNQKEHRNLPFMRELRYLFALLVGTKRKYV 

241 DPSRAVEILKDAFKSNDSQQQDVSEFTHKLLDWLEDAFQMKAEEETDEEKPKNPMVELFY 

301 GRFLAVGVLEGKKFENTEMFGQYPLQVNGFKDLHECLEAAMIEGEIESLHSENSGKSGQE 

361 HWFTGLPPVLTFXLSRFEFNQALGRPEKIHNKLEFPQVLYLDRYMHRNREITRIKREEIK 

421 RLKDYLTVLQQRLERYLSYGSGPKRFPLVDVLQYALEFASSKPVCTSPVDDIDASSPPSG 

481 SIPSQTLPSTTEQQGALSSELPSTSPSSVAAISSRSVIHKPFTQSRIPPDLPMHPAPRHI 

541 TEEELSVLESCLHRWRTEIENDTRDLQESISRIHRTIELMYSDKSMIQVPYRLHAVLVHE 

601 GQANAGHYWAYIFDHRESRWMKYNDIAVTKSSWEELVRDSFGGYRNASAYCLMYINDKAQ 

661 FLIQEEFNKETGQPLVGIETLPPDLRDFVEEDNQRFEKELEEWDAQLAQKALQEKLLASQ 

721 KLRESETSVTTAQAAGDPEYLEQPSRSDFSKHLKEETIQIITKASHEHEDKSPETVLQSA 

781 IKLEYARLVKLAQEDTPPETDYRLHHVWYFIQNQAPKKIIEKTLLEQFGDRNLSFDERC 

841 HNIMKVAQAKLEMIKPEEVNLEEYEEWHQDYRKFRETTMYLIIGLENFQRESYIDSLLFL 

901 ICAYQNNKELLSKGLYRGHDEELISHYRRECLLILNLKRKQKPILFFFLHCIKKLNEQAA 

961 ELFESGEDREVNNGLIIMNEFIVPFLPLLLVDEMEEKDILAVEDMRNRWCSYLGQEMEPH 

1021 LQEKLTDFLPKLLDCSMEIKSFHEPPKLPSYSTHELCERFARIMLSLSRTPADGR 
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MTVEQNVLQQSAAQKHQQTFLNQLI^ITGINDTQILQQALKDSNGNLELAVAFLTA^AK 

T PQQEETT YYQTALPGNDRYI S VGSQADTNVIDLTGDDKDDLQRTI ALS LAE SNRAF RET 

GITDEEQAISRVLEASIAENKACLKRTPTEVWRDSRNPYDRKRQDKAPVGLKNVGNTCWF 

SAVIQSLFNLLEFRRLVLNYKPPSNAQDLPRNQKEHRNLPFl^LRYLFALLVGTKRKYV 

DPS RAVE I LKDAFKSND S QQ QDVS EFTHKLLDWLEDAFQMKAEEETDEEKPKNPMVELFY 

GRFLAVGVLEGKKFENTEMFGQYPLQVNGFKDLHECLEAAMIEGEIESLHSENSGKSGQE 

HWFTGLPPVLTFXLSRFEFNQALGRPEKIHNKLEFPQVLYLDRYMHRNREITRIKREEIK 

RLKDYLTVLQQRLERYLSYGSGPKRFPLVDVLQYALEFASSKPVCTSPVDDIDASSPPSG 

SIPSQTLPSTTEQQGALSSELPSTSPSSVAAISSRSVIHKPFTQSRIPPDLPMHPAPRHI 

TEEELS VLESCLHRWRTEIENDTRDLQES I SRIHRTIELMYSDKSMIQVPYRLHAVLVHE 

GQANAGHYWAYIFDHRESRWMKYNDIAVTKSSWEELVRDSFGGYRNASAYCLMYINDK 2 AQ 

FLIQEEFNKETGQPLVGIETLPPDLRDFVEEDNQRFEKELEEWDAQLAQKALQEKLLASQ 

KLRESETSVTTAQAAGDPEYLEQPSRSDFSKHLKEETIQIITKASHEHEDKSPETVLQSA 

IKLEYARLVKLAQEDTPPETDYRLHHVWYFIQNQAPKKIIEKTLLEQFGDRNL 
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This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

□ FADED TEXT OR DRAWING 

□ BLURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

□ LINES OR MARKS ON ORIGINAL DOCUMENT 

□ REFERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 

IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



